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The title compound, C 19 H 17 ClN 4 O 3 S, is a Schiff base compound of 5-chlorosalicylaldehyde and sulfamethazine [4amino-N-(4,6-dimethyl-2-pyrimidinyl)benzenesulfonamide]. The geometry around the S atom is distorted tetrahedral, comprising two O atoms of the sulfonyl group, a C atom of a benzene ring and the amino N atom. The title compound has an intramolecular O-HÁ Á ÁN hydrogen bond and two intermolecular C-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds, which link neighbouring molecules into 10-membered rings. As a result of an unavoidable conformational arrangement, a slightly short intramolecular contact of distance 2.59 Å exists between an O atom of the sulfonyl group and an H atom of the sulfamethazine benzene ring.
Related literature
For related literature, see: Basak et al. (1983) ; Chohan & Shad (2007) ; Yang (2006) ; Shad et al. (2008) ; Zareef et al. (2007) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; Àz; (ii) x þ 1 2 ; Ày þ 1 2 ; Àz.
Data collection: APEX2 (Bruker, 2007) ; cell refinement: APEX2; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2003) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. also been used clinically as antimalarial agents (Zareef et al., 2007) , particularly sulfadiazine and sulfadoxine. Due to their significant pharmacology applications and widespread use in medicine, these compounds have also gained attention in bioinorganic and metal-based (Chohan et al., 2007) drug chemistry. In continuation to the preparation of schiff base ligands with various sulfa drugs and halogen substituated aldehydes (Shad et al., 2008) , we report herein the structure of the title compound.
The title compound (I), is a Schiff base ligand containing sulfamethazine and 5-chlorosalicylaldehyde. The crystal structure (Basak et al., 1983 ) of (II) sulfamethazine:[4-amino-N-(4,6-dimethyl-2-pyrimidinyl)benzenesulfonamide] have been reported. The search in Cambridge Crystallographic Data Center showed that no crystal structure of 5-chlorosalicylaldehyde as an individual moiety is reported. Few structures containing the later have been reported such as 5-chlorosalicylaldehyde salicylhydrazone (Yang, 2006) . The mutual effect of sulfamethazine and the 5-chlorosalicylaldehyde in solid form is observed by enlarging the bond lengths N1-C8 [1.414 (3) Å], S1-C11 [1.759 (3) Å] compared to 1.367 (3)° and 1.746 (3) Å respectively as reported in (II). The bond distances in the 4,6-dimethyl-2-pyrimidinyl moiety of sulfamethazine remained same whithin experimental errors. The observed bond angles C11-S1-N2 and S1-N2-C14 have values of 106.75 (13)°, 126.2 (2)° in comparison to 108.2 (1)° and 128.0 (2)° respectively. The torsion angle C11-S1-N2-C14: Table 1 .
Experimental Sulfamethazine (0.5566 g, 2 mmol) in ethanol (15 ml) was reacted with ethanolic (10 ml) solution of 5-chlorosalicylaldehyde (0.3131 g, 2 mmol). The mixture was refluxed for 3 h. The colour of the solution gradually changed from colourless to orange-red. The solution was then cooled to room temperature, filtered and volume reduced to about one-third on rotary evaporator. After 10 days crystals of the title compound were obtained. (Spek, 2003) , showing the intermolecular hydrogen bonding completing a ten-membered ring. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-
(5-Chloro-2-hydroxybenzylideneamino)-N-(4,6-dimethylpyrimidin-2-yl)benzenesulfonamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 1.17644 (10) −0.26287 (7) −0.12764 (5) 0.0872 (3) S1 0.40720 (6) 0.12989 (5) O3-S1-O2 118.89 (13) C10-C9-H9 119.6 O3-S1-N2 110.33 (13) C8-C9-H9 119.6 O2-S1-N2 103.22 (12) C9-C10-C11 119.6 (3) O3-S1-C11 108.98 (12) C9-C10-H10 120.2 O2-S1-C11 107.97 (13) C11-C10-H10 120.2 N2-S1-C11 106.75 (13) C10-C11-C12 120.3 (3) C6-O1-H1 107 (3) C10-C11-S1 118.5 (2) Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A O1-H1···N1 0.73 (5) 1.90 (4) 2.534 (3) 146 (5) N2-H2···O1 i 0.71 (3) 2.22 (3) 2.886 (3) 156 (3) C9-H9···O2 ii 0.93 2.48 3.398 (4) 171
Symmetry codes: (i) x−1/2, −y+1/2, −z; (ii) x+1/2, −y+1/2, −z.
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